


 

 
 

 
 
 
 
 
 

 
 
 

INFORMATION FOR AUTHORS 
 
Full details of how to submit a manuscript for publication in Natural Product Communications are given in Information for Authors on our Web site 
http://www.naturalproduct.us. 
 
Authors may reproduce/republish portions of their published contribution without seeking permission from NPC, provided that any such republication is 
accompanied by an acknowledgment (original citation)-Reproduced by permission of Natural Product Communications. Any unauthorized reproduction, 
transmission or storage may result in either civil or criminal liability. 
 
The publication of each of the articles contained herein is protected by copyright. Except as allowed under national “fair use” laws, copying is not permitted by 
any means or for any purpose, such as for distribution to any third party (whether by sale, loan, gift, or otherwise); as agent (express or implied) of any third 
party; for purposes of advertising or promotion; or to create collective or derivative works.  Such permission requests, or other inquiries, should be addressed 
to the Natural Product Inc. (NPI). A photocopy license is available from the NPI for institutional subscribers that need to make multiple copies of single 
articles for internal study or research purposes.  
 
To Subscribe:  Natural Product Communications is a journal published monthly. 2011 subscription price: US$1,995 (Print, ISSN# 1934-578X); US$1,995 
(Web edition, ISSN# 1555-9475); US$2,495 (Print + single site online); US$595 (Personal online). Orders should be addressed to Subscription Department, 
Natural Product Communications, Natural Product Inc., 7963 Anderson Park Lane, Westerville, Ohio 43081, USA. Subscriptions are renewed on an annual 
basis. Claims for nonreceipt of issues will be honored if made within three months of publication of the issue.  All issues are dispatched by airmail throughout 
the world, excluding the USA and Canada.  

NPC Natural Product Communications

 
EDITOR-IN-CHIEF         
 

DR. PAWAN K AGRAWAL           
Natural Product Inc.  
7963, Anderson Park Lane, 
Westerville, Ohio 43081, USA 
agrawal@naturalproduct.us 
 
 
EDITORS 
 

PROFESSOR ALESSANDRA BRACA  
Dipartimento di Chimica Bioorganicae Biofarmacia, 
Universita di Pisa, 
via Bonanno 33, 56126 Pisa, Italy 
braca@farm.unipi.it  
 
PROFESSOR DEAN GUO 
State Key Laboratory of Natural and Biomimetic Drugs, 
School of Pharmaceutical Sciences, 
Peking University, 
Beijing 100083, China 
gda5958@163.com 
 

 
PROFESSOR YOSHIHIRO MIMAKI 
School of Pharmacy, 
Tokyo University of Pharmacy and Life Sciences, 
Horinouchi 1432-1, Hachioji, Tokyo 192-0392, Japan 
mimakiy@ps.toyaku.ac.jp 
 
PROFESSOR STEPHEN G. PYNE 
Department of Chemistry 
University of Wollongong 
Wollongong, New South Wales, 2522, Australia 
spyne@uow.edu.au 
 
PROFESSOR MANFRED G. REINECKE 
Department of Chemistry, 
Texas Christian University, 
Forts Worth, TX 76129, USA 
m.reinecke@tcu.edu 
 
PROFESSOR WILLIAM N. SETZER 
Department of Chemistry 
The University of Alabama in Huntsville 
Huntsville, AL 35809, USA 
wsetzer@chemistry.uah.edu 
 
PROFESSOR YASUHIRO TEZUKA 
Institute of Natural Medicine 
Institute of Natural Medicine, University of Toyama,  
2630-Sugitani, Toyama 930-0194, Japan 
tezuka@inm.u-toyama.ac.jp 
 
PROFESSOR DAVID E. THURSTON  
Department of Pharmaceutical and Biological Chemistry,  
The School of Pharmacy,  
University of London, 29-39 Brunswick Square,  
London  WC1N 1AX, UK 
david.thurston@pharmacy.ac.uk 

ADVISORY BOARD 
 
Prof. Berhanu M. Abegaz 
Gaborone, Botswana 
 

Prof. Viqar Uddin Ahmad 
Karachi, Pakistan 
 

Prof. Øyvind M. Andersen  
Bergen, Norway 
 

Prof. Giovanni Appendino 
Novara, Italy 
 

Prof. Yoshinori Asakawa 
Tokushima, Japan 
 

Prof. Lee Banting 
Portsmouth, U.K. 
 

Prof. Julie Banerji 
Kolkata, India 
 

Prof. Alejandro F. Barrero 
Granada, Spain 
 

Prof. Anna R. Bilia 
Florence, Italy 
 

Prof. Maurizio Bruno 
Palermo, Italy 
 

Prof. César A. N. Catalán 
Tucumán,Argentina 
 

Prof. Josep Coll  
Barcelona, Spain 
 

Prof. Geoffrey Cordell  
Chicago, IL, USA 
 

Prof. Cristina Gracia-Viguera 
Murcia, Spain 
 

Prof. Duvvuru Gunasekar 
Tirupati, India 
 

Prof. A.A. Leslie Gunatilaka  
Tucson, AZ, USA 
 

Prof. Kurt Hostettmann  
Lausanne, Switzerland 
 

Prof. Martin A. Iglesias Arteaga  
Mexico, D. F, Mexico 
 

Prof. Jerzy Jaroszewski  
Copenhagen, Denmark 
 
 
 

  

 
Prof. Leopold Jirovetz 
Vienna, Austria 
 

Prof. Karsten Krohn 
Paderborn, Germany  
 

Prof. Hartmut Laatsch 
Gottingen, Germany 
 

Prof. Marie Lacaille-Dubois  
Dijon, France 
 

Prof. Shoei-Sheng Lee  
Taipei, Taiwan  
 

Prof. Francisco Macias  
Cadiz, Spain 
 

Prof. Imre Mathe  
Szeged, Hungary 
 

Prof. Joseph Michael  
Johannesburg, South Africa 
 

Prof. Ermino Murano 
Trieste, Italy 
 

Prof. M. Soledade C. Pedras 
Saskatoon, Canada 
 

Prof. Luc Pieters  
Antwerp, Belgium 
 

Prof. Peter Proksch  
Düsseldorf, Germany 
 

Prof. Phila Raharivelomanana 
Tahiti, French Polynesia 
 

Prof. Monique Simmonds  
Richmond, UK 
 

Prof. Valentin Stonik  
Vladivostok, Russia 
 

Prof. Winston F. Tinto 
Barbados, West Indies  
 

Prof. Karen Valant-Vetschera 
Vienna, Austria 
 

Prof. Peter G. Waterman 
Lismore, Australia 
 

 

HONORARY EDITOR 
 

PROFESSOR GERALD  BLUNDEN 
The School of Pharmacy & Biomedical Sciences, 

University of Portsmouth, 
Portsmouth, PO1 2DT U.K. 

axuf64@dsl.pipex.com 



 

 
 

AFLP Marking and Polymorphism among Progenies of  
Gymnema sylvestre: an Important Medicinal Plant of India 
 

Magda Abbaker Osmana, Sunita Singh Dhawanb*, Janak Raj Bahlb, Mahendra P Darokarb and   
Suman P S Khanujac 

 

aMedicinal and Aromatic Plants Research Institute, National Center for Research, Khartoum, Sudan 
 

bCSIR-Central Institute of Medicinal and Aromatic Plants, P.O. CIMAP, Lucknow 226015, India 
 

cNutraHelix Biotech Pvt. Ltd. Mehrauli, New Delhi, India 
 

sunsdhawan@gmail.com  
 
 

Received: July 20th, 2011; Accepted: August 26th, 2011 
 

 
  
The level of polymorphism among twelve selected progenies of Gymnema sylvestre was investigated through AFLP markers by multiplexing 
PCR reactions using 64 (8x8) primer combinations. Fourteen primer combinations were selected as the most suitable combination for G. 
sylvestre. Analysis of the 12 progenies with these 14 primer pairs produced 1689 fragments of which 972 (57.5%) were polymorphic and 485 
(28.7%) were unique to a particular genotype. The number of fragments produced by individual primer pairs was in the range of 55 to 225. 
Out of these, polymorphic fragments were in the range of 34 (E-ACC/M-CAC) to 157 (E-AGG/M-CAG) and unique bands observed were 8 
(E-ACC / M-CAC) to 69 (E-AGG/M-CAC). Different primer combinations detected different levels of polymorphism, ranging from 33%  
(E-AGG/ M-CAC) to 69.8% (E-AGG/ M-CAC). From the observations, it appears that the primer combinations E-AGG/M-CAC,                
E-AGG/CTG, E-AGG/CAG and E-ACA / CAT were the most informative for the detection of polymorphism among the progenies compared 
with others, since they produced a high number of unique fragments. The similarity coefficient ranged from 0.212 to 0.731. High similarity 
was observed between progeny S8 and S9 (73%) and high divergence between progenies S3 and S11. Among the selected progeny, S9 was 
found to be the most similar to the parent (63%), while genotype S11 was the most distant (36.9%).  
 
Keywords:  AFLP, DNA polymorphism, DNA markers, Gymnema sylvestre, Gurmar, triterpenoid saponins, glycosides, hypoglycemia. 
 
 
 
Gymnema sylvestre R Br., (family Asclepiadaceae), is a 
large, stout, woody climber used as a stomachic, diuretic, 
and laxative, and for the treatment of sore throat and 
diabetes [1,2]. Leaves of this species, when chewed, have a 
unique property of antagonizing the sweet taste of sugar 
[3]. The leaf extract was found to contain glycosides of 
gymnemic acid possessing hypoglycemic activity [4,5]. 
The genetic variability in G. sylvestre (Chakkarakolli) was 
assessed using morphological and biochemical markers by 
Nair and Keshavachandran [6]. 
 

Advances in molecular biology during the last decade have 
provided a new class for studying variations at the DNA 
level through development of DNA markers. These genetic 
markers were found to be extremely useful in 
differentiating individuals compared with either 
phenotypic or protein markers. The DNA markers have 
been used to evaluate genetic diversity in different crop 
species [7]. They detect variations in the amplified DNA 
regions as in the case of RAPD (Random Amplified 
Polymorphic DNA), STSP (Sequence Tagged Site 
Polymorphism) and AFLP (Amplified Fragment Length 
Polymorphism). The AFLP technique combines the power 
of restriction fragment length polymorphism (RFLP) with 
the flexibility of PCR-based technology. The fingerprints 
are produced without prior knowledge of sequence by 

using a limited set of primers. This technique has been 
extensively used and well preferred to other DNA based 
markers because of its high multiplex ratio and non-
requirement of prior sequence information [8]. These 
markers consist largely of non coding DNA [9]. The AFLP 
markers that make up the fingerprint are often 
concentrated in the centromeric regions [10]. The patterns 
obtained from different strains are polymorphic due to 
mutations in the restriction sites, mutations in the 
sequences adjacent to the restriction sites and 
complementary to the selective primer extensions, and 
insertion and deletions within the amplified fragments 
[11]. 
 

AFLP markers have found genetic variation below the 
species level, particularly in the investigation of population 
structure and differentiation [12].  In this study, AFLP was 
employed to detect the genetic divergence of progeny of 
G. sylvestre from the parent. Therefore, the major 
objective of the present study was to investigate, the level 
of polymorphism among parent and progeny of G. 
sylvestre by AFLP. 
 
Analysis of 12 G. sylvestre progenies with the 14 primer 
pairs revealed a total of 1689 bands (Table 1) of which 972  
(57.5%) were polymorphic and 485 (28.7%) were unique 
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Table 1: AFLP primer combinations, total number of bands, unique, monomorphic and polymorphic fragments generated by each primer combination used in 
the study of G. sylvestre accessions 
 

Serial No. Primer combination 
EcoRI / MseI 

Total number 
of bands 

Number of 
polymorphic bands 

Number of 
monomorphic bands 

Number of 
unique bands 

Percent  
Polymorphism  

1 ACA/CAC 96 52 31 13 54.2 
2 AGG / CAC 132 44 19 69 33.3 
3 ACC / CAC 55 34 13 8 61.8 
4 ACA / CTA 146 101 16 29 69.2 
5 AGG / CTA 106 64 8 34 60.4 
6 ACC / CTA 99 53 22 24 53.5 
7 ACA / CAT 178 113 13 52 63.5 
8 AGG / CAT 131 84 10 37 61.1 
9 ACA / CAG 108 66 16 26 59.6 
10 AGG / CAG 225 157 14 54 69.8 
11 ACC / CAG 72 41 14 18 56.9 
12 ACA / CTG 102 49 20 33 48.0 
13 AGG / CTG 154 70 17 66 45.5 
14 ACC / CTG 85 43 20 22 50.6 

Total  1689 972 233 485  
Polymorphism%   57.5 13.8 28.7  

 
Table 2:  AFLP similarity coefficients for twelve genotypes of G. sylvestre  
 

 
to a particular genotype. The fragment sizes determined by 
comparing the amplicons with size standard DNA ranged 
from 30 – 400 bp and only a size more than 50 bp was 
considered for scoring the presence and absences of 
fragments. Data in Table I show that the total number of 
fragments detected by individual primer pairs ranged from 
55 (E-ACA/ M-CAC) to 225 (E-AGG/M- CAG), and     
the number of polymorphic fragments from 34 (E-ACC/ 
M-CAC) to 157 (E-AGG/M-CAG). Also, individual 
primer combinations gave a range of 8 to 69 unique  
bands. Different primer combinations detected different 
levels of polymorphism ranging from 33% detected by 
primer combination E-AGG/ M-CAC to 69.8% for the 
combination E-AGG/M-CAC. From the results, it   
appears that the primer combinations E-AGG/M-CAC,    
E-AGG/CTG, E-AGG/CAG and E-ACA/CAT were most 
informative in detecting polymorphism among the 
genotypes compared with others since they have produced 
high numbers of unique fragments. 
 
Genetic similarity and cluster analysis 
 

A genetic similarity matrix was generated based on 
correlation coefficients using AFLP data for the 
assessment of genetic relatedness among the 12 progenies. 
The similarity coefficients ranged from 0.212 to 0.731. 
The high similarity was between progenies S8 and S9 
(73%) and high divergence was between progenies S3 and 
S11 (Table 2). Among the selected progenies, S9 was 
found to be the most similar to Parent (63%), followed by 

 

 
 

Figure 1: A dendrogram generated based on AFLP data using UPGMA 
cluster analysis among 12 genotypes of Gymnema sylvestre 

 
progeny S8 (58%), while progeny S11 was the most 
distant (36.9%). Clustering of progenies based on genetic 
similarity is displayed in Figure 1, in which progeny S8 
and S9 sub-cluster together sharing 73% of the fragments. 
Similarly, progeny S4 and S5 sub-clustered together 
sharing 70% of similarity. This study assessed the level of 
polymorphism among Gymnema progenies as well as the 
potential of the AFLP technique in analyzing the genetic 
variation in closely related genotypes.  
 
The AFLP showed enough sensitivity to detect the 
polymorphism among parent and seed raised progenies of 

          P         S2         S3          S4           S5          S7         S8         S9          S10            S11           S12        S13
P 1.000       
S2 0.572 1.000           
S3 0.414 0.466 1.000          
S4 0.530 0.587 0.586 1.000         
S5 0.535 0.642 0.519 0.705 1.000        
S7 0.546 0.476 0.354 0.498 0.607 1.000       
S8 0.589 0.531 0.435 0.570 0.548 0.689 1.000      
S9 0.630 0.555 0.454 0.538 0.567 0.629 0.731 1.000     
S10 0.438 0.495 0.335 0.508 0.561 0.498 0.528 0.610 1.000    
S11 0.369 0.346 0.212 0.368 0.412 0.435 0.390 0.429 0.462 1.000   
S12 0.549 0.505 0.401 0.482 0.594 0.577 0.567 0.610 0.452 0.473 1.000  
S13 0.473 0.539 0.332 0.482 0.484 0.362 0.429 0.478 0.489 0.321 0.432 1.000 



Polymorphism of Gymnema sylvestre by AFLP Natural Product Communications Vol. 6 (11) 2011 1681 

G. sylvestre at the molecular level, which will be further 
used to discriminate the parent and progeny. AFLP has 
been proved to be the most powerful and reliable marker 
and revealed much higher levels of polymorphism 
irrespective of complexity of genome [13-15]. The results 
obtained will provide a basis for identification and 
development of molecular markers in this important 
antidiabetic plant of India, the natural resources of which 
are fast disappearing due to its overexploitation [16].  
 
Experimental 
 

Amplified fragment length polymorphism 
 

Plant material and genomic DNA isolation: The plant 
materials comprised of twelve genotypes (one parent and 
11 seed progenies) of Gymnema sylvestre maintained at 
CIMAP Conservatory, Lucknow, India. Leaves were 
collected from the plants and DNA isolated from leaf 
tissue according to the protocol described by Khanuja et 
al. [17] and quantified by loading on agraose gel together 
with known amounts of Lambda Hind III Eco RI DNA 
marker.  
 
DNA restriction and ligation reactions: Genomic DNA 
was restricted with 2 restriction endonucleases, EcoRI and 
Tru 9I (an isoschizomer of MseI), and double stranded 
adaptor was ligated to the ends of DNA fragments, 
generating template DNA for subsequent PCR 
amplifications. Restriction and ligation reactions were 
carried out simultaneously in a single reaction [13]. To 
carry out the reaction, an enzyme master mix was prepared 
(for 10 reactions) containing 1 µL (10X) T4 DNA ligase 
buffer, 1 µL (0.5 M) NaCl, 0.5 µL (1 mg/mL) BSA, 1 µL 
Tru 9I (10U/ µL), 4.25 µL EcoRI (12 U/µL), and 0.5 µL 
T4 DNA ligase (20U/µL), and the volume was adjusted to 
10 µL by addition of 1.75 µL double distilled water. The 
restriction-ligation reaction consisted of 300 ng of DNA 
(5.5 µL), 1 µL 10X T4 DNA ligase buffer, 1.0 µL 0.5 M 
NaCl, 0.5 µL (1mg/mL) BSA, 1 µL MseI Adaptors 
(Applied Biosystems), 1 µL EcoRI adaptors (Applied 
Biosystems) and 1 µL enzyme master mix, as described 
above. The reaction mix was incubated overnight at room 
temperature and subsequently diluted 20-fold with T10E0.1 
(10 mM Tris and 0.1 mM EDTA) buffer. The ligated 
adaptors served as the primer binding site for the low-level 
selection in pre-selective amplification of the restriction 
fragments. 
 
PCR amplifications  
 

Preselective and selective amplification: The MseI 
complementary primer had a 3′- C and the EcoRI 
complementary primer a 3′-A. Only the genomic 
fragments having adaptor on each end amplified 
exponentially during PCR. The pre-selective amplification 
mixture was prepared by adding 4 µL of 20 fold diluted 
DNA from the restriction ligation reaction, 0.5 µL AFLP 
pre-selective primers (EcoRI, Applied Biosystems), 0.5 µL 
AFLP pre-selective primer (MseI, Applied Biosystems), 
and 15 µL AFLP core mix. The pre-selective amplification 

was carried out in a thermal cycler programmed at 72oC 
for 2 min, followed by 20 cycles of 94oC for 20 sec, 56oC 

for 30 sec, 72oC for 2 min, 60oC for 30 min and finally 
incubated at 4oC. The amplified DNA was diluted 20 fold 
with T10E0.1 buffer and selective amplifications were 
carried out using different combinations of MseI and 
EcoRI primers. Sixteen out of the available AFLP primers 
(8 fluorescent labeled EcoRI and 8 unlabeled MseI) were 
chosen for amplifications. The EcoRI primers contained 3 
selective nucleotides with the sequence 5′ -[Dye-primer-
Axx]- 3′, and the MseI primers had the selective 
nucleotides starting with C 5′ -[primer-Cxx]- 3′. The 
explorer gel for all 64 reactions was run with sample P 
(Parent) to determine the most responsive primer pairs that 
generate the greater number of fragments. Multiplexing 
PCRs was designed to set up all 64 (8 X 8) reactions in 24 
tubes. Selective amplification reactions contained 3 µL of 
20- fold diluted pre-selective amplification reaction 
products, 15 µL AFLP core mix, 1 µL MseI primer 5′ -
[primer-Cxx]- 3′, 1.5 µL EcoRI primers 5′ -[primer-Cxx]- 
3′ (0.5 µL of 3 primers each were pooled here). Selective 
amplification was carried out in a thermal cycler 
programmed at 94◦C for 2 min, followed by 10 cycles of 
94◦C for 20 sec, 66◦C for 30 sec and 72◦C for 2 min with a 
subsequent hold for 30 min at 60◦C and final incubation at 
4◦C.  
 
Gel electrophoresis of PCR amplicons: Samples were 
loaded on 5% polyacrylamide gel on an ABI Prism 377 
DNA sequencer (Applied Biosystem).The selective 
amplification reaction product (3 µL) was mixed with 4 µL 
loading buffer (10% ROX 500 size standard, 10% blue 
dextran, 80% deionized formamide), from which 1.5 µL 
was finally loaded on the gel. The data for explorer gel 
was processed to determine the most efficient primer 
combinations providing the maximum number of 
fragments to carry out the AFLP reactions for the whole 
samples. The most suitable primer combinations for these 
samples under study were E-ACA /M- CAC, E-AGG/ M- 
CAC, E-ACC/ M-CAC, E-ACA/ M-CTA, E-AGG / M-
CTA, E-ACC/ M-CTA, E-ACA/ M-CAT, E-AGG/ M- 
CAT, E-ACA/ M-CAG, E-AGG / M-CAG, E-ACC/ M- 
CAG, E-ACA/ M-CTG, E-AGG / M-CTG, E-ACC/ M-
CTG. All samples were then subjected to selective 
amplification with these primer combinations, as above.  
 
AFLP data analysis: Data were analyzed by scoring 
presence and absence of bands from the amplified products 
and similarity matrixes were obtained using software SPSS 
for windows (Jaccard correlations) and averages of the 
pooled similarity of the whole primers were used for 
clustering based on the UPGMA (Unweighted Pair Group 
Method with Arithmetic average) method using NTSY2.1 
software program. 
 
Analysis of amplified fragment length polymorphism: 
The AFLP data were converted from binary data matrix to 
a diagonal matrix format (Table 2) using SPSS v10.0 
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Software by calculating the similarities through Jaccard’s 
coefficient (1908) [18]. The genetic similarities (GS) were 
estimated between the 8 primer combinations according to 
Jaccard’s coefficient. These AFLP data were clustered 
using the NTSYS – pc statistical package v.17 [19]. A 
dendrogram was constructed employing the UPGMA 
(Unweighted Pair Grouping Method of Arithmetic 
averages) method according to Sneath and Sokal [20] to 
group the individuals into discrete clusters (Figure 1). 
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